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SEQUENCE LISTING 



<110> SHIMADA, Hideaki 
TOMONAGA, Takeshi 
HIWASA, Takaki 
MATSUSHITA, Kazuyuki 
OCHIAI, Takenori 
NOMURA, Fumio 

<12 0> DIAGNOSTIC KIT FOR SOLID CANCER AND MEDICAMENT FOR 
SOLID CANCER THERAPY 

<130> 1254-0326PUS1 

<140> 10594771 
<141> 2008-05-28 

<150> JP 2004-095732 
<151> 2004-03-29 

<160> 75 

<170> Patentln version 3.1 

<210> 1 

<211> 1321 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (87) (1103) 



<400> 1 

ggcgctgggc agtgtggagg tcgttggagt cacttccgcg tcaccagctc ctgtgcctgc 60 

cagtcggtgc ccctcccgct ccagcc atg etc tec gec etc gec egg cct gec 113 

Met Leu Ser Ala Leu Ala Arg Pro Ala 



age get get etc cgc cgc age ttc age ace teg gee cag aac aat get 161 

Ser Ala Ala Leu Arg Arg Ser Phe Ser Thr Ser Ala Gin Asn Asn Ala 

10 15 20 25 

aaa gta get gtg eta ggg gee tct gga ggc ate ggg cag cca ctt tea 20 9 

Lys Val Ala Val Leu Gly Ala Ser Gly Gly lie Gly Gin Pro Leu Ser 

30 35 40 

ctt etc ctg aag aac age ccc ttg gtg age cgc ctg acc etc tat gat 257 

Leu Leu Leu Lys Asn Ser Pro Leu Val Ser Arg Leu Thr Leu Tyr Asp 

45 50 55 

ate gcg cac aca ccc gga gtg gee gca gat ctg age cac ate gag acc 305 

lie Ala His Thr Pro Gly Val Ala Ala Asp Leu Ser His lie Glu Thr 

60 65 70 



aaa gcc get 

Lys Ala Ala 
75 

ctg aaa ggt 

Leu Lys Gly 
90 

cca ggc atg 

Pro Gly Met 

gcc acc ctg 

Ala Thr Leu 



tgc gtc att 

Cys Val lie 
140 

gtt ttc aag 

Val Phe Lys 
155 

acg acc ctg 

Thr Thr Leu 
170 

ggt ttg gat 

Gly Leu Asp 

ggg aag acc 
Gly Lys Thr 

ttt ccc cag 
Phe Pro Gin 

220 

ggc acg gag 
Gly Thr Glu 

235 

tec atg gcg 
Ser Met Ala 
250 

atg aat gga 
Met Asn Gly 



gaa acg gaa 
Glu Thr Glu 



gtg aaa ggc 
Val Lys Gly 

tgt gat gtg 
Cys Asp Val 
95 

acc egg gac 
Thr Arg Asp 
110 

acc get gcc 
Thr Ala Ala 
125 

gcc aat ccg 
Ala Asn Pro 

aag cat gga 
Lys His Gly 

gac ate gtc 
Asp lie Val 
175 

cca get cga 
Pro Ala Arg 
190 

ate ate ccc 
lie lie Pro 
205 

gac cag ctg 
Asp Gin Leu 

gtg gtc aag 
Val Val Lys 

tat gcc ggc 
Tyr Ala Gly 
255 

aag gaa ggt 
Lys Glu Gly 
270 

tgt acc tac 
Cys Thr Tyr 
285 



tac etc gga 

Tyr Leu Gly 
80 

gta gtt att 

Val Val lie 

gac ctg ttc 
Asp Leu Phe 

tgt gcc cag 
Cys Ala Gin 
130 

gtt aat tec 
Val Asn Ser 
145 

gtg tac aac 
Val Tyr Asn 
160 

aga gcc aac 
Arg Ala Asn 

gtc aac gtc 
Val Asn Val 

ctg ate tct 
Leu lie Ser 
210 

aca gca etc 
Thr Ala Leu 

225 

get aaa gcc 

Ala Lys Ala 
240 

gcc cgc ttt 

Ala Arg Phe 

gtt gtg gaa 
Val Val Glu 



ttc tec aca 
Phe Ser Thr 
290 



cct gaa cag 

Pro Glu Gin 
85 

ccg get gga 

Pro Ala Gly 
100 

aac acc aat 

Asn Thr Asn 
115 

cac tgc ccg 

His Cys Pro 

acc ate ccc 

Thr lie Pro 

ccc aac aaa 

Pro Asn Lys 
165 

acc ttt gtt 

Thr Phe Val 
180 

cct gtc att 

Pro Val lie 
195 

cag tgc acc 

Gin Cys Thr 

act ggg egg 

Thr Gly Arg 



gga gca ggc 

Gly Ala Gly 
245 

gtc ttc tec 

Val Phe Ser 
260 

tgt tec ttc 

Cys Ser Phe 
275 

ccg ctg ctg 

Pro Leu Leu 



ctg cct gac 

Leu Pro Asp 

gtc ccc aga 

Val Pro Arg 

gcc acg att 

Ala Thr lie 
120 

gaa gcc atg 

Glu Ala Met 
135 

ate aca gca 

lie Thr Ala 
150 

ate ttc ggc 

lie Phe Gly 

gca gag ctg 

Ala Glu Leu 



ggt ggc cat 
Gly Gly His 
200 

ccc aag gtg 
Pro Lys Val 
215 

ate cag gag 
lie Gin Glu 

230 

tct gcc acc 
Ser Ala Thr 

ctt gtg gat 
Leu Val Asp 

gtt aag tea 
Val Lys Ser 
280 

ctt ggg aaa 
Leu Gly Lys 
295 



tgc 353 
Cys 

aag 401 

Lys 

105 

gtg 449 
Val 



ate 497 
lie 



gaa 54 5 

Glu 



gtg 593 
Val 

aag 641 

Lys 

185 

get 689 
Ala 

gac 73 7 

Asp 

gcc 785 
Ala 

etc 833 
Leu 

gca 881 

Ala 

265 

cag 92 9 

Gin 

aag 97 7 

Lys 



ggc ate gag aag aac ctg ggc ate ggc aaa gtc tec tct ttt gag gag 



1025 



Gly lie Glu Lys Asn Leu Gly lie Gly Lys Val Ser Ser Phe Glu Glu 
300 305 310 



aag atg ate teg gat gec ate ccc gag ctg aag gec tec ate aag aag 1073 
Lys Met lie Ser Asp Ala lie Pro Glu Leu Lys Ala Ser lie Lys Lys 
315 320 325 

ggg gaa gat ttc gtg aag acc ctg aag tga gccgctgtga cgggtggcca 112 3 
Gly Glu Asp Phe Val Lys Thr Leu Lys 

330 335 

gtttccttaa tttatgaagg catcatgtca ctgcaaagcc gttgeagata aactttgtat 1183 

tttaatttgc tttggtgatg attactgtat tgacatcatc atgccttcca aattgtgggt 1243 

ggctctgtgg gcgcatcaat aaaagccgtc cttgatttta tttttcaagg tcccttctgt 1303 

aaaaaaaaaa aaaaaaaa 1321 



<210> 2 

<211> 338 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Leu Ser Ala Leu Ala Arg Pro Ala Ser Ala Ala Leu Arg Arg Ser 
15 10 15 



Phe Ser Thr Ser Ala Gin Asn Asn Ala Lys Val Ala Val Leu Gly Ala 

20 25 30 



Ser Gly Gly lie Gly Gin Pro Leu Ser Leu Leu Leu Lys Asn Ser Pro 
35 40 45 



Leu Val Ser Arg Leu Thr Leu Tyr Asp lie Ala His Thr Pro Gly Val 
50 55 60 



Ala Ala Asp Leu Ser His lie Glu Thr Lys Ala Ala Val Lys Gly Tyr 
65 70 75 80 



Leu Gly Pro Glu Gin Leu Pro Asp Cys Leu Lys Gly Cys Asp Val Val 

85 90 95 



Val lie Pro Ala Gly Val Pro Arg Lys Pro Gly Met Thr Arg Asp Asp 

100 105 110 



Leu Phe Asn Thr Asn Ala Thr lie Val Ala Thr Leu Thr Ala Ala Cys 
115 120 125 



Ala Gin His Cys Pro Glu Ala Met lie Cys Val lie Ala Asn Pro Val 
130 135 140 



Asn Ser Thr lie 
145 



Tyr Asn Pro Asn 



Ala Asn Thr Phe 

180 



Asn Val Pro Val 
195 



lie Ser Gin Cys 
210 



Ala Leu Thr Gly 

225 



Lys Ala Gly Ala 



Arg Phe Val Phe 

260 



Val Glu Cys Ser 
275 



Ser Thr Pro Leu 
290 



lie Gly Lys Val 
305 



Pro Glu Leu Lys 



Pro lie Thr Ala 
150 



Lys lie Phe Gly 
165 



Val Ala Glu Leu 



lie Gly Gly His 

200 



Thr Pro Lys Val 
215 



Arg lie Gin Glu 

230 



Gly Ser Ala Thr 
245 



Ser Leu Val Asp 



Phe Val Lys Ser 

280 



Leu Leu Gly Lys 
295 



Ser Ser Phe Glu 
310 



Ala Ser lie Lys 

325 



Glu Val Phe Lys 
155 



Val Thr Thr Leu 
170 



Lys Gly Leu Asp 
185 



Ala Gly Lys Thr 



Asp Phe Pro Gin 

220 



Ala Gly Thr Glu 

235 



Leu Ser Met Ala 
250 



Ala Met Asn Gly 
265 



Gin Glu Thr Glu 



Lys Gly lie Glu 

300 



Glu Lys Met lie 
315 



Lys Gly Glu Asp 

330 



Lys His Gly Val 

160 



Asp lie Val Arg 
175 



Pro Ala Arg Val 
190 



lie lie Pro Leu 

205 



Asp Gin Leu Thr 



Val Val Lys Ala 

240 



Tyr Ala Gly Ala 

255 



Lys Glu Gly Val 
270 



Cys Thr Tyr Phe 
285 



Lys Asn Leu Gly 



Ser Asp Ala lie 

320 



Phe Val Lys Thr 

335 



Leu Lys 



<210> 3 

<211> 2049 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (51) . . (797) 



<400> 3 

gagcccagcc gagcgtccgc cgctgcccgt gcgcctctgc gctccgcgcc atg gcc 56 

Met Ala 
1 

ggc etc aac tec ctg gag gcg gtg aaa cgc aag ate cag gcc ctg cag 104 

Gly Leu Asn Ser Leu Glu Ala Val Lys Arg Lys lie Gin Ala Leu Gin 

5 10 15 

cag cag gcg gac gag gcg gaa gac cgc gcg cag ggc ctg cag egg gag 152 

Gin Gin Ala Asp Glu Ala Glu Asp Arg Ala Gin Gly Leu Gin Arg Glu 

20 25 30 

ctg gac ggc gag cgc gag egg cgc gag aaa get gaa ggt gat gtg gcc 20 0 

Leu Asp Gly Glu Arg Glu Arg Arg Glu Lys Ala Glu Gly Asp Val Ala 
35 40 45 50 

gcc etc aac cga cgc ate cag etc gtt gag gag gag ttg gac agg get 248 

Ala Leu Asn Arg Arg lie Gin Leu Val Glu Glu Glu Leu Asp Arg Ala 

55 60 65 

cag gaa cga ctg gcc acg gcc ctg cag aag ctg gag gag gca gaa aaa 296 

Gin Glu Arg Leu Ala Thr Ala Leu Gin Lys Leu Glu Glu Ala Glu Lys 

70 75 80 

get gca gat gag agt gag aga gga atg aag gtg ata gaa aac egg gcc 34 4 

Ala Ala Asp Glu Ser Glu Arg Gly Met Lys Val lie Glu Asn Arg Ala 

85 90 95 

atg aag gat gag gag aag atg gag att cag gag atg cag etc aaa gag 392 

Met Lys Asp Glu Glu Lys Met Glu lie Gin Glu Met Gin Leu Lys Glu 
100 105 110 

gcc aag cac att gcg gaa gag get gac cgc aaa tac gag gag gta get 44 0 

Ala Lys His lie Ala Glu Glu Ala Asp Arg Lys Tyr Glu Glu Val Ala 
115 120 125 130 

cgt aag ctg gtc ate ctg gag ggt gag ctg gag agg gca gag gag cgt 48 8 

Arg Lys Leu Val lie Leu Glu Gly Glu Leu Glu Arg Ala Glu Glu Arg 

135 140 145 

gcg gag gtg tct gaa eta aaa tgt ggt gac ctg gaa gaa gaa etc aag 536 

Ala Glu Val Ser Glu Leu Lys Cys Gly Asp Leu Glu Glu Glu Leu Lys 

150 155 160 



aat gtt act aac aat ctg aaa tct ctg gag get gca tct gaa aag tat 



584 



Asn Val Thr Asn Asn Leu Lys Ser Leu Glu Ala Ala Ser Glu Lys Tyr 
165 170 175 

tct gaa aag gag gac aaa tat gaa gaa gaa att aaa ctt ctg tct gac 632 

Ser Glu Lys Glu Asp Lys Tyr Glu Glu Glu lie Lys Leu Leu Ser Asp 

180 185 190 

aaa ctg aaa gag get gag acc cgt get gaa ttt gca gag aga acg gtt 68 0 

Lys Leu Lys Glu Ala Glu Thr Arg Ala Glu Phe Ala Glu Arg Thr Val 
195 200 205 210 

gca aaa ctg gaa aag aca att gat gac ctg gaa gag aaa ctt gec cag 72 8 

Ala Lys Leu Glu Lys Thr lie Asp Asp Leu Glu Glu Lys Leu Ala Gin 

215 220 225 

gec aaa gaa gag aac gtg ggc tta cat cag aca ctg gat cag aca eta 77 6 

Ala Lys Glu Glu Asn Val Gly Leu His Gin Thr Leu Asp Gin Thr Leu 

230 235 240 

aac gaa ctt aac tgt ata taa gcaaaacaga agagtcttgt tccaacagaa 827 
Asn Glu Leu Asn Cys lie 
245 

actctggagc tccgtgggtc tttctcttct cttgtaagaa gttccttttg ttattgecat 887 

ettegctttg ctggaaatgt caagcaaatt atgaatacat gaccaaatat tttgtatcgg 947 

agaagctttg agcaccagtt aaatctcatt ccttcccttt ttttttcaaa tggcaccagc 1007 

tttttcagct ctcttatttt ttccttaagt agcatttatt cctaaggtag gcagggtatt 1067 

tcctagtaag catactttct taagaeggag gccatttggt tcctgggaga ataggcagee 1127 

ccacactttg aagaatacag accccagtat ctagtcgtgg atataattaa aacgetgaag 1187 

accataacct tttgggtcaa ctgttggtca aactatagga gagaccaggg accatcacat 1247 

gggtagggat tttccatcca gagecaataa aaggactggt gggggccggg ggtggctatt 130 7 

gtgggaagtc ataacccaca gatagatcaa cctaagaatc ctggcccttc tccactctcc 1367 

accatgeagg acaaacatct tctcaagcag teaaegtaga atgcttggga aatagtcata 1427 

attacccaca tatagtaatt aatagatggt aattaattga tccttgatgt gatgttcttt 1487 

tgeatattte cttcattcta aagttgttcc ctggccggga gcgtttgctt tcgcctgtaa 1547 

tcccaacact ttgggaggcc aggacagatc acttgaggtc aggagttcga gaccagccca 1607 

gecaacatgg cgaaaccatg tctctactaa aaatacaaaa attatggtga cgcctgcctg 1667 

tagtcccagc tactegggag gctgaggcag gaggatcget tgaacccagg aagtggagac 1727 

tgcagtgagc egatatcgea ccacagcgct ccagcctggt cgacagagtg agactccatc 1787 

tcaagaaaaa ataaaaataa agttgttctc tgaagagcaa atgtctcatt ccagtaatga 1847 



cccactcagc aggaatatgg tggagttcag tccaattcag gtcagccata tccaaaagac 1907 



cacaagtcat tactaagttg agcaaaagag tttttatcta ttagcagaaa gggcctctct 1967 
ggcagcagag attaaaaact ggcccaactt catttccata cttcagggaa cagcaaattg 2027 
aggatttact tatctaggac tt 2049 



<210> 4 

<211> 248 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Ala Gly Leu Asn Ser Leu Glu Ala Val Lys Arg Lys lie Gin Ala 
15 10 15 



Leu Gin Gin Gin Ala Asp Glu Ala Glu Asp Arg Ala Gin Gly Leu Gin 

20 25 30 



Arg Glu Leu Asp Gly Glu Arg Glu Arg Arg Glu Lys Ala Glu Gly Asp 
35 40 45 



Val Ala Ala Leu Asn Arg Arg lie Gin Leu Val Glu Glu Glu Leu Asp 
50 55 60 



Arg Ala Gin Glu Arg Leu Ala Thr Ala Leu Gin Lys Leu Glu Glu Ala 
65 70 75 80 



Glu Lys Ala Ala Asp Glu Ser Glu Arg Gly Met Lys Val lie Glu Asn 

85 90 95 



Arg Ala Met Lys Asp Glu Glu Lys Met Glu lie Gin Glu Met Gin Leu 

100 105 110 



Lys Glu Ala Lys His lie Ala Glu Glu Ala Asp Arg Lys Tyr Glu Glu 
115 120 125 



Val Ala Arg Lys Leu Val lie Leu Glu Gly Glu Leu Glu Arg Ala Glu 
130 135 140 



Glu Arg Ala Glu Val Ser Glu Leu Lys Cys Gly Asp Leu Glu Glu Glu 
145 150 155 160 



Leu Lys Asn Val Thr Asn Asn Leu Lys Ser Leu Glu Ala Ala Ser Glu 



165 



170 



175 



Lys Tyr Ser Glu Lys Glu Asp Lys Tyr Glu Glu Glu lie Lys Leu Leu 

180 185 190 



Ser Asp Lys Leu Lys Glu Ala Glu Thr Arg Ala Glu Phe Ala Glu Arg 
195 200 205 



Thr Val Ala Lys Leu Glu Lys Thr lie Asp Asp Leu Glu Glu Lys Leu 

210 215 220 



Ala Gin Ala Lys Glu Glu Asn Val Gly Leu His Gin Thr Leu Asp Gin 

225 230 235 240 



Thr Leu Asn Glu Leu Asn Cys lie 

245 



<210> 5 

<211> 2251 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (154) . . (1533) 



<400> 5 

gccgcgtgca gaggtgctca agcctcctcg cggtccgcag tcagtgccgc cgcgcccggc 60 

ctcccgcacg ccccgcaggt agcgcccccg cccgcggccc agagtgcgct cgcgccggca 120 

ccagctcccg gataaacggc gcgccgcgcg gag atg aca gcc gag gag atg aag 17 4 

Met Thr Ala Glu Glu Met Lys 



gcg acc gag age ggg gcg cag teg gcg ccg ctg ccc atg gag gga gtg 222 

Ala Thr Glu Ser Gly Ala Gin Ser Ala Pro Leu Pro Met Glu Gly Val 
10 15 20 

gac ate age ccc aaa cag gac gaa ggc gtg ctg aag gtc ate aag aga 270 

Asp lie Ser Pro Lys Gin Asp Glu Gly Val Leu Lys Val lie Lys Arg 

25 30 35 

gag ggc aca ggt aca gag atg ccc atg att ggg gac cga gtc ttt gtc 318 

Glu Gly Thr Gly Thr Glu Met Pro Met lie Gly Asp Arg Val Phe Val 

40 45 50 55 

cac tac act ggc tgg eta tta gat ggc aca aag ttt gac tec agt ctg 366 

His Tyr Thr Gly Trp Leu Leu Asp Gly Thr Lys Phe Asp Ser Ser Leu 

60 



